OGmecTBO ¢ OrpaHHYEHHO OTBETCTBEHHOCTBIO
Hay4ano — nponsBoacTBennas pupma «Mccnenosareanckuii HenTp»
Poccus, 630559, HoBocuGupckas o06.1acTe, HoBocuOupcekmii paiion,

p-n. Ko/lb10BO, HAYYHO-IPOM3BOACTBEHHAS 30HA, kopnyc 200, opuc 426
Ilourorslii anpec: 630559, HosocuGupckas o6aacts, p-n. Konbnoso, a/s 247
Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 - oTaen npoaaK,

(383) 336-52-72 — GyxrasnTepus

V)7

KavecTBennoe ynocrosepenne Ne 548

or 27 urons 2023 r.

BAJI Berom 4/500r;mop.#1
1. Toprosoe Hanmenosanue BAJI: Berom 4.
2. MexayHapoaHoe NaTeHTOBAHHOE HANMEHOBAHME BAJl: Vetom 4.

3. ®opma BelNycKa: MOPOIIOK, GAHKA U3 [IOJMMEPHBIX MaTEPHANIOB C KPHIIIKOH 13 NONUMEPHBIX MATEPHAIIOB, Macca
Hetrro 0,5 Kr.

4. Homep cepuu: 040623,

5. O6nem cepun, NpeaLABAAEMOI HA HCOLITAHHUS: 362 1T,

6. Mecto otGopa: 11D,

7. JaTa ordopa: 13.06.2023.

8. lata noctynnienus 8 MJIBTK: 13.06.2023.

9. KonmuecTBo mocTynueuinx o6pasuos: 2 x 0,5 kr.

10. Kem oTo6pana npo6a: naGopaur-mukpo6uonor O.B. Turoga.

1. Azemenne ot: 13.06.2023.
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Ne Hawumenosanme nokazarens Hopma mo HTJT Pesynbrar ucneitanmii
/n
1 BHewrnuii Bua MenkoaucnepcHblii MOPOIIoK GeIoro CooTBeTcTByeT
LBETA
2 3amax, BKyc bes3 3anaxa, cnajkoro Bkyca CooTtBeTcTBYET
3 PacTBOpUMOCTB, MHH PactBopuma B Bojte, momyckaeTcs CootBetcTBYET
Halmiue ocaaka Oemoro usera. Bpems
pactBopeHus — 10,0 Mmun
4 BopoponHslii mokasaTeis 7,0+1,0 6,8
5 IToteps B macce npu
BBICYIIMBAaHUH, %, He Dosee 6,0 5,8
6 AHTaroHHCTHYECKas aKTHBHOCTE K
TECT-KYIbTYpaM (30Ha YTHETEHHs
pocTa), MM, He MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 3,0
Candida albicans - 620 6,0 10,0
7 [MoxnmuHHOCTE IIpenapar Jo/KeH COAEPHKATh IITAMM
Gaxrepuii Bacillus amyloliquefaciens CooTtBeTcTBYET
BKIIM B-10643
8 Muxkpobuonornieckas 4ucToTa,
HalIU4YHE:
Enterobacteriaceae; He nomyckaercs CootBeTcTBYET
Pseudomonas aeruginosa; He nomyckaercs CootBercTBYET
Staphylococcus aureus; He nonyckaercs CootBeTcTByET
MIOCTOPOHHMX MHKPOOPTaHHU3MOB,
B T.4. TpHOOB, ThIC/T He Gosee 300,0 /}/ CooTBeTcTBYET




